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3 <110> APPLICANT: Bristol-Myers Squibb Company 

5 <120> TITLE OF INVENTION : A NOVEL HUMAN LEUCINE-RICH REPEAT CONTAINING PROTEIN 
EXPRESSED 

6 PREDOMINATELY IN BONE MARROW , HLRRBMl 
8 <130> FILE REFERENCE: D0067NP 

C--> 10 <140> CURRENT APPLICATION NUMBER: US/10/028 , 374 
C--> 10 <141> CURRENT FILING DATE: 2001-12-20 

10 <150> PRIOR APPLICATION NUMBER: US 60/257,773 

11 <151> PRIOR FILING DATE: 2000-12-22 
13 <160> NUMBER OF SEQ ID NOS : 22 

15 <170> SOFTWARE: Patentln version 3.0 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 4931 

19 <212> TYPE: DNA 

20 <213> ORGANISM: homo sapiens 

22 <220> FEATURE: 

23 <221> NAME/KEY: CDS 

24 <222> LOCATION: ( 1320 )..( 2666 ) 

26 <400> SEQUENCE: 1 

27 ccacgcgtcc gaacatgggc tgagagcccc cccaagagca tctctaagac cggagtgggc 60 
2 9 agggacccgg gcctctgagg ggctcaggct ccaggccgga aactgcacgc ggtgctggcg 120 
31 tcaggcccga ggcccagcta cgcctcccac ggcctcccta atcgccattc ggggcttgcg 180 
33 ggagcacctg ggaggctcca cccggagcca gacactgcct gcccccacgc ccctccagga 240 
35 ccctcgaagg agaaggaaat cgggactggc ccagcgtccc gtgctctaga aggcgggcta 300 
37 ctgccccgtc ccaagcaggg gaggaggacg agcgagggcg tcactcattc tgtcccccgc 360 
39 ggaaggatga ggaagctctg tttacctaaa tgaaaagctt tctaggagga agtcctaagt 420 
41 gaacaatgat gcatgaggat gcaatcttac agacacaggg gtctccctat gttgttcaag 480 
43 ctggtctcga actcctggcc tcaagtgatc ctcctgcctc gacctctcaa agctctggta 540 
4 5 ttataggcaa ggagcccagt gataacaaat ggctgtagat gcttttcctc catcaagctt 600 
47 ccaggaggag atgagatgga gcccatcgct gagccaagaa ttctaatttc atccctttgg 660 
49 tctttgttca tgctgtgttc tgcctggaat attctccatc ttctttgcct ggaaaagtat 720 
51 tacttactga aaccttgaag ccactacctt ctctaaacat tgacaatgca taaccatttg 780 
53 ccgagcgttc ttccccggac tgcatccgtt tagtctactg agaggcagct cagcgttccc 840 
55 aaggagacag atgtctagct ttgctctttc tgtctgtgtg atgctggaga atcgatatgc 900 
57 ccctgggcct ccatctccat ctgtaaaaca agggcatcag ataccccacc tggtggcccg 960 
59 tcctcacttg ggaaccagtc aacatgcctt ctggaagtct ctcttgtcac tccaagaaaa 1020 
61 gatccccagg aaacctacag ggactatgtc cgcaggaaat tccggctcat ggaagaccgc 1080 
63 aatgcgcgcc taggggaatg tgtcaacctc agccaccggt acacccggct cctgctggtg 1140 
65 aaggagcact caaaccccat gcaggtccag cagcagcttc tggacacagg ccggggacac 1200 
67 gcgaggaccg tgggacacca ggctagcccc atcaagatag agaccctctt tgagccagac 1260 
69 gaggagcgcc ccgagccacc gcgcaccgtg gtcatgcaag gcgcggcagg gatagggag 1319 

71 atg aac cag agt gcc acg gaa tgc age atg caa gac etc ate ttc age 1367 

72 Met Asn Gin Ser Ala Thr Glu Cys Ser Met Gin Asp Leu He Phe Ser 

73 1 5 10 15 

75 tgc tgg cct gag ccc age gcg cct etc cag gag etc ate cga gtt ccc 1415 

76 Cys Trp Pro Glu Pro Ser Ala Pro Leu Gin Glu Leu He Arg Val Pro 

77 20 25 30 

7 9 gag cgc etc ctt ttc ate ate gac ggc ttc gat gag etc aag cct tct 1463 
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183 agg taaaatttat catatataac atgatatttt gaaataaata tattggccag 2716 

184 Arg 

187 gtatgatggc tcacgcctgt aattccagca ctttgggagg cccagatggg gaggatcact 2776 

189 tgacccagga gttcaagacc agcctggcca acatggtgaa accccatctc tactaaaaat 2836 

191 accaaaatga gecaggcatg gtggcacacg tetgtaagee cagctactca ggaggccaag 2896 

193 gcaggaggat tgcttcaacc caggaggcag aggttgtggc tgaagaggtg ccgcatctcc 2956 

195 agctcagcct gegaggaect ctctgcagct ctcatagcca ataagaattt gacaaggatg 3016 

197 gatctcagtg geaaeggegt tggattccca ggcatgatgc tgetttgega gggectgegg 3076 

199 catccccaat geaggctgea gatgattcag ttgaggaagt gtcagctgga gtcegggget 3136 

201 tgtcaggaga tggcttctgt gcttggcacc aacccacatc tggttgagtt ggacctgaca 3196 

203 ggaaatgeae tggaggattt gggectgagg ttactatgee agggactgag gcacccagtc 3256 

205 tgeagactae ggactttgtg gctgaagatc tgccgcctca ctgctgctgc ctgtgacgag 3316 

207 ctggcctcaa ctctcagtgt gaaccagagc ctgagagagc tggacctgag cctgaatgag 3376 

209 ctgggggacc teggggtget gctgctgtgt gagggectea ggcatcccac gtgeaagetc 3436 

211 cagaccctgc ggtgagtccc gttttgetea ccacgctagg agtcccaatc catgaacgea 34 96 

213 gccctctcac ctgggaccac ggaggecagg ttgtctctgc tcctaaactc tagctactac 3556 

215 atcagccctt tttttttttt ttttgagact cccaagtagc tgagattaca ggcgcccgcc 3616 

217 accaagccca gctaattttt tgtattttta gtagagacag ggtttcatca tgttagcagg 3676 

219 atggtctcga tctactgacc tcatgatctg cctgccttgg cctcccaaag tgctgggatt 3736 

221 acaggcttga gccactgcac ccagcctaca teagectttt taaaaggatt tttctggccg 3 796 

223 ggcatggtgg ctgacacctt aattccagca cttttgggag gccgaggtgg gaggatcacc 3856 
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306 


145 








150 








155 










160 




309 


Gin 


Gin Gin 


Leu 


Glu 


Gly 


Gly Gly Leu 


Leu 


Arg 


Gin 


Thr 


Ser 


Arg 


Thr 
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